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3 . ;11 n. APPLICANT: Nicolaides, Nicholas C 

4 Grasso, Luigi 



b 

7 <12" 



Sass, Philip M MPTHnnq F0R GENERATING GENETICALLY ALTERED 

TITLE OF INVENTION : « 0 IMPROVED ANTIBODY 

0 ANTIBODY -PRODUCING CELL LINES WITH 

q CHARACTERISTICS . — i-rkrH 

s :\z 3SffSBSfc.**.«» ENTERED 

\l :ui, CURRENT FILING DATE: 2000-11-07 
16 .. >,>> NUMBER OF SEQ ID NOS : 16 
18 <]70> SOFTWARE: Patentln Ver. 2.1 

20 .;j!0- SEQ ID NO: 1 

21 vJll..* LENGTH: 24 
. "'I TYPE: DNA 

". 3 ;V,, ORGANISM : Artificial Sequence 

■ 5 . -0> FEATURE : f Arti ficial Sequence : oligonucleotide 

;6 <22i> OTHER INFORMATION : Description ot Arti 
27 primer 

"9 <400> SEQUENCE: 1 24 
30 ggattttcag gtgcagattt tcag 

33 <210> SEQ ID NO: 2 

34 011> LENGTH: 21 

35 <*U2> TYPE: DNA 

36 OH> ORGANISM: Artificial Sequence 

38 <22C> FEATURE: Artificial Sequence : oligonucleotide 

39 vJJ3> OTHER INFORMATION: Description of 

40 primer 

4 2 .4 0i)> SEQUENCE: 2 

43 actggatggt gggaagatgg a 

46 <210> SEQ ID NO: 3 

47 <211> LENGTH: 19 
A* ^~'1?> TYPE: DNA 

4 " .U3> ORGANISM : Artificial Sequence 

51 O20> FEATURE : f Arti ficial Sequence : oligonucleotide 

52 -223> OTHER INFORMATION: Description of Arti 
5 3 primer 

5S ^2 20> FEATURE: 

.2 21- NAME/KEY: misc_feature 

57 ..222> LOCATION: (5) 

58 .223> OTHER INFORMATION: A or G or C or T/U 
60 ^220> FEATURE: 

1,1 021> NAME/KEY: misc_feature 

fl > . ->-'2> LOCATION: (11) /n 
,3 ,223> OTHER INFORMATION: A or G or C or 1/u 

6 5 <.4 00> SEQUENCE: 3 19 
w _-> 66 akgtnmagct ncagsagtc 

69 -.210 > SEQ ID NO: 4 
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70 * 211" LENGTH : 19 
7 1 < 1 12- TYPE: DNA 

]\ OPGANISM: Artificial Sequence 

74 • 220 - FEATURE: Artificial sequence : oligonucleotide 

„ ^ J3 - OTHER INFORMATION: Description ot 
76 primer 

78 - ;: 20> FEATURE: 

79 .:21> NAME/KEY: misc_f eature 

PO ■ "'" ) 2> LOCATION: (2) r Ar T/n 

81 023> OTHER INFORMATION: A or G or C or T/U 

83 . 400> SEQUENCE: 4 19 
w .-> 84 tnccttgrcc ccagtarwc 

87 ^ Jl0> SEQ ID NO: 5 

88 . jll> LENGTH: 859 
8 Q - ji:> TYPE: PFT 

90 .jli> ORGANISM : Mus musculus 

c, 2 400 > SEQUENCE: 5 la Lys Aia lie Lys 

; )3 M .:-t Glu Gin Thr Glu Gly Val Ser Thr ,lu 15 

It „i a. ,s P «, W : ~ v.x -u ox. - c se, «, - «i 

r, se, » sf, Ma M1 ,». Cl» - »J »' ^ "> 

103 50 * _ 1v rvq GlY val Glu Glu Glu Asn Phe 

105 Leu He Glu Val Ser Asp Asn Gly Cys Gl> ^ 80 

106 65 70 u . His Thr ser Lys He Gin Glu Phe Ala 

108 Glu Gly Leu Ala Leu Lys His His Thr Ser g5 

109 , v 8 i nu Thr Phe Gly Phe Arg Gly Glu Ala Leu Ser 
HI Asp Leu Thr Gin Val Glu Thr Phe w nQ 

IT- 100 „ , Thr Hp Ser Thr Cys His Gly Ser 

!H Ser Leu Cys Ala Leu Ser Asp Va Thr He S. ^ 

J 1 ? Glv Thr Arg Leu Val Phe As P His Asn Gly Lys He Thr 

117 A La Ser Val bly Thr Arg ^ 14Q 

lift 130 T r1v Thr Thr Val Ser Val Gin 

"n Gin Lvs Thr Pro Tyr Pro Arg Pro Lys Gly Thr ^ 

1^1 145 u J 50 Pro Val Arg Tyr Lys Glu Phe Gin Arg Asn 

His Leu Phe Tyr Thr Leu Pro Val Arg ^ m 

H'4 165 T Mot . val Gin Val Leu Gin Ala Tyr Cys 

U He Lys Lys Glu Tyr Ser Lys Met Val ^ 

^ IT rlv val Arg Val Ser Cys Thr Asn Gin Leu Gly Gin 

1 'M He He Ser Ala Gly Val Arg v 2Qg 

13,1 195 • ,1, val Val Cys Thr Ser Gly Thr Ser Gly Met Lys 

Gly Lys Arg His Ala Val Val cys ^ 

133 , I'" lie Gly Ser Val Phe Gly Gin Lys Gin Leu Gin Ser Leu He 
1 <5 Glu Asn He Gly t>ei va 235 

^ 6 ^5 "° pro ser Asp Ala val Cys Glu Glu Tyr Gly 

H8 Pro Phe Val Gin Leu Pro Pro Ser Asp 255 

245 



139 
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, •= Thr Phe Ser Thr Phe Arg Ala Ser 

141 Leu Ser Thr Ser Gly Arg His L>s Thr Phe ^ 

142 2 ?° * Thr Ala Pro Gly Gly Val Gin Gin Thr Gly Ser 

144 Phe His Ser Ala Arg Thr Ala Pro Gi, ^ 

145 " 5 c tip Ara Glv Pro Val Thr Gin Gin Arg Ser Leu Ser 

147 Phe Ser Ser Ser He Arg Gl, Pro ^ 

148 290 iy „ . _ ^ Rqn Arq His Gin Tyr Pro Phe 
c- v Mor Ara Phe Tyr His Met Tyr Asn Arg nj.3 

150 Leu Ser Met Arg fne u 315 j^u 

£ val Val Leu Asn Val Ser Val Asp Ser Glu Cys Val As P He Asn Val 
it 4 , Thr Pro Asp Lys £ Cln He Leu Leu Cln clu Clu Lys Leu Leu Leu 

157 T 34 ° Thr ser Leu He Gly Met Phe Asp Ser Asp Ala Asn 

1*9 Ala Val Leu Lys Thr Ser Leu 365 

160 355 1 a nn Gin Pro Leu Leu Asp Val Glu Gly Asn Leu 
162 Lys Leu Asn Val Asn Gin Gin Pro ^ 

16 1 370 J/ , Tvq Pro val Pro Gly Lys Gin 

165 Val Lys Leu His Thr Ala Glu Leu Glu Lys Pro ^ 

166 385 39 l Thr Ala Asp Glu Lys Arg Val Ala 

168 Asp Asn Ser Pro Ser Leu Lys Ser ^ 415 

£ Ser He S« «, - «, «■ - S « » 1S "° «5 G " 
£ IU Lys Ser £ «y Pro du Thr Ma 0l0 u» Thr «, ser Ph e P r o 

175 435 n „ i ron ser Ser Tyr Pro Ser Asp Val He Ser 

177 Ser Glu Lys Arg Gly Val Leu S,.r iy ^ 

1 78 450 ^ ill cm Asp Lys Leu Val Ser Pro Thr Asp 
1H0 Tyr Arg Gly Leu Arg Gly Ser Gin Asp Lys ^ 48Q 

181 465 n II! asd Arq Glu Lys He Glu Lys Asp Ser Gly 

183 Ser Pro Gly Asp Cys Met Asp Arg gi ^ 495 

184 u f 5 at a Glv Ser Glu Glu Glu Phe Ser Thr Pro Glu 

186 Leu Ser Ser Thr Ser Ala Gly Ser gi^ 51Q 

187 500 Tyr Asn val Ser Ser Leu Glu Asp 

189 Val Ala Ser Ser Phe Ser Ser Asp iy ^ 

190 p ser Gin Glu Thr He Asn Cys Gly Asp Leu Asp Cys Arg Pro 
1-J2 Arg Pro Ser Gin biu uu- 540 

1^3 530 , e VI Tvs pro Glu Asp His Gly Tyr Gin Cys 

195 Pro Gly Thr Gly Gin Ser Leu Lys Pro Giu 56Q 

196 545 550 ser pro Thr Asn Ala Lys Arg Phe 

198 Lys Ala Leu Pro Leu Ala Arg Leu ^ 575 

199 565 , „ a1 aon He Ser Gin Arg Leu Pro 
201 Lys Thr Glu Glu Arg Pro Ser Asn val Asn ^ 

^02 580 -, Bl val asp Val Ala He Lys Met 

,04 Gly Pro Gin Ser Thr Ser Ala Ala Glu Val Asp ^ 

H)5 595 ^ n u fl cot- tpu Ser Ser Leu Ala Lys 

] 0 5 Asn Lys Arg He Val Leu Leu Glu Phe Ser 

208 610 bl Ala Gln Asn Lys His Glu Leu 

,10 Arg Met Lys Gin Leu Gin His Leu Lys ^ g40 

Hi 625 "° ne Cys Pro G ly Glu Asn Gin Ala 

,13 Ser Tyr Arg Lys Phe Arg Ala Lys He cys 
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705 
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Val 


720 


4^ _ O 


T 1 P 
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Gin 
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Leu 
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Ala 


Val 
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Glu 


Ala 


Leu 
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730 










735 




2 3 I 
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Glu 
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Arg 


Lys 
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Pro 
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Pro 
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He 
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785 










790 
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Met 
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Ala 


Ser 


Arg 


Ala 
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Arg 


Lys 


Ser 
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Met 


He 
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Glu 


Met 
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Lys 
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Met 
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850 855 

256 <210> SEQ ID NO: 6 

257 <211> LENGTH: 3056 

258 <212> TYPE: DNA 

259 <213> ORGANISM: Mus musculus 

261 <400> SEQUENCE: 6 

262 gaattccggt gaaggtcctg aagaatttcc agattcctga gtatcattgg aggagacaga 
j6< taacctgtcg tcaggtaacg atggtgtata tgcaacagaa atgggtgttc ctggagacgc 120 

264 gtcttttccc gagagcggca ccgcaactct cccgcggtga ctgtgactgg aggagtcctg 180 

265 catccatgga gcaaacogaa ggcgtgagta cagaatgtgc taaggccatc aagcctattg 240 

266 argggaagtc agtccatcaa atttgttctg ggcaggtgat actcagttta agcaccgctg 300 

267 tgaaggagtt gatagaaaat agtgtagatg ctggtgctac tactattgat ctaaggctta 3b0 
'68 aagactatgg ggtggacctc attgaagttt cagacaatgg atgtggggta gaagaagaaa 420 
->69 artttgaagg tctagctctg aaacatcaca catctaagat tcaagagttt gccgacctca 480 

270 cgcaggttga aactttcggc tttcgggggg aagctctgag ctctctgtgt gcactaagtg 540 

271 atgtcactat atctacctgc cacgggtctg caagcgttgg gactcgactg gtgtttgacc b00 
j72 ataatgggaa aatcacccag aaaactccct acccccgacc taaaggaacc acagtcagtg 6b0 
^7 3 tgcagcactt attttataca ctacccgtgc gttacaaaga gtttcagagg aacattaaaa 720 

274 aggagtattc caaaatggtg caggtcttac aggcgtactg tatcatctca gcaggcgtcc 780 

275 gtgtaagctg cactaatcag ctcggacagg ggaagcggca cgctgtggtg tgcacaagcg 840 

276 gcacgtctgg catgaaggaa aatatcgggt ctgtgtttgg ccagaagcag ttgcaaagcc 900 
•77 trattccttt tgttcagctg ccccctagtg acgctgtgtg tgaagagtac ggcctgagca 9b0 
>78 cttcaggacg ccacaaaacc ttttctacgt ttcgggcttc atttcacagt gcacgcacgg 1020 
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27^ cgccgggagg agtgcaacag acaggcagtt tttcttcatc aatcagaggc cctgtgaccc 1080 

280 agcaaaggtc tctaagcttg tcaatgaggt tttatcacat gtataaccgg catcagtacc 1140 

281 catttgtcgt ccttaacgtt tccgttgact cagaatgtgt ggatattaat gtaactccag 1200 

282 ataaaaggca aattctacta caagaagaga agctattgct ggccgtttta aagacctcct 12b0 

283 tgataggaat gtttgacagt gatgcaaaca agcttaatgt caaccagcag ccactgctag 1320 

284 atgttgaagg taacttagta aagctgcata ctgcagaact agaaaagcct gtgccaggaa 1380 

285 agcaagataa ctctccttca ctgaagagca cagcagacga gaaaagggta gcatccatct 1440 

286 ccaggctgag agaggccttt tctcttcatc ctactaaaga gatcaagtct aggggtccag 1500 
J87 agactgctga actgacacgg agttttccaa gtgagaaaag gggcgtgtta tcctcttatc 1560 

288 cttcagacgt catctcttac agaggcctcc gtggctcgca ggacaaattg gtgagtccca lb20 

289 cggacagccc tggtgactgt atggacagag agaaaataga aaaagactca gggctcagca 1680 

290 gcacctcagc tggctctgag gaagagttca gcaccccaga agtggccagt agctttagca 1740 

291 gtgactataa cgtgagctcc ctagaagaca gaccttctca ggaaaccata aactgtggtg 1800 

292 acctggactg ccgtcctcca ggtacaggac agtccttgaa gccagaagac catggatatc 1860 
j<« aatgcaaagc tctacctcta gctcgtctgt cacccacaaa tgccaagcgc ttcaagacag 1920 
J94 aggaaagacc ctcaaatgtc aacatttctc aaagattgcc tggtcctcag agcacctcag 1980 
295 cagctgaggt cgatgtagcc ataaaaatga ataagagaat cgtgctcctc gagttctctc 2040 
29* tgagttctct agctaagcga atgaagcagt tacagcacct aaaggcgcag aacaaacatg 2100 
2^7 aactgagtta cagaaaattt agggccaaga tttgccctgg agaaaaccaa gcagcagaag 2lh0 

298 atgaactcag aaaagagatt agtaaatcga tgtttgcaga gatggagatc ttgggtcagt 2220 

299 ttaacctggg atttatagta accaaactga aagaggacct cttcctggtg gaccagcatg 2280 

300 ctgcggatga gaagtacaac tttgagatgc tgcagcagca cacggtgctc caggcgcaga 2 340 
30 L ggctcatcac accccagact ctgaacttaa ctgctgtcaa tgaagctgta ctgatagaaa 2400 
302 atctggaaat attcagaaag aatggctttg actttgtcat tgatgaggat gctccagtca 24b0 
30 3 ctgaaagggc taaattgatt tccttaccaa ctagtaaaaa ctggaccttt ggaccccaag 2520 

304 atatagatga actgatcttt atgttaagtg acagccctgg ggtcatgtgc cggccctcac 2580 

305 gagtcagaca gatgtttgct tccagagcct gtcggaagtc agtgatgatt ggaacggcgc 2640 

306 tcaatgcgag cgagatgaag aagctcatca cccacatggg tgagatggac cacccctgga 2700 

307 actgccccca cggcaggcca accatgaggc acgttgccaa tctggatgtc atctctcaga 27t>0 

308 actgacacac cccttgtagc atagagttta ttacagattg ttcggtttgc aaagagaagg 

309 ttttaagtaa tctgattatc gttgtacaaa aattagcatg ctgctttaat gtactggatc 

310 catttaaaag cagtgttaag gcaggcatga tggagtgttc ctctagctca gctacttggg 

311 tgatccggtg ggagctcatg tgagcccagg actttgagac cactccgagc cacattcatg 3000 

312 agactcaatt caaggacaaa aaaaaaaaga tatttttgaa gccttttaaa aaaaaa 3056 

315 <:210> SEQ ID NO: 7 

316 <211> LENGTH : 862 

317 <212> TYPE: PRT 

318 <213> ORGANISM: Homo sapiens 

320 <:400> SEQUENCE: 7 

321 Met Glu Arg Ala Glu Ser Ser Ser Thr Glu Pro Ala Lys Ala He Lys 

322 15 10 15 

3" l 4 Pro He Asp Arg Lys Ser Val His Gin He Cys Ser Gly Gin Val Val 

325 20 25 30 

327 Leu Ser Leu Ser Thr Ala Val Lys Glu Leu Val Glu Asn Ser Leu Asp 

328 35 40 45 

3 30 ALa Gly Ala Thr Asn He Asp Leu Lys Leu Lys Asp Tyr Gly Val Asp 

3.U 50 55 60 

3<3 Leu He Glu Val Ser Asp Asn Gly Cys Gly Val Glu Glu Glu Asn Phe 

3 34 65 70 75 80 



820 
2880 
2940 



file://C: CRF3\Outhold\VsrI707468A.htm 



3/30/01 



# 



rage o or / 



VERIFICATION SUMMARY DATE: 03/30/2001 

PATENT APPLICATION: US/09/707 , 468A TIME: 15:44:52 

Input Set : A:\Mor000 31.app 

Output Set: N:\CRF3\03302001\I707468A.raw 
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